
GO Term Enrichment − Cluster 5
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chromosome organization
negative regulation of gene expression
negative regulation of cellular biosynthetic process
negative regulation of biosynthetic process
negative regulation of macromolecule biosynthetic process
segmentation
blastoderm segmentation
embryonic pattern specification
axis specification
cell cycle DNA replication
cellular component assembly involved in morphogenesis
external encapsulating structure organization
anatomical structure maturation
cell maturation
eggshell chorion assembly
oocyte differentiation
DNA biosynthetic process
DNA amplification
DNA recombination
nuclear DNA replication
double−strand break repair via homologous recombination
recombinational repair
anterior/posterior pattern specification
post−transcriptional regulation of gene expression
dorsal/ventral axis specification
germarium−derived egg chamber formation
chromosome condensation
regulation of cellular amide metabolic process
embryonic axis specification
regulation of cellular macromolecule biosynthetic process
regulation of translation
anterior/posterior axis specification
developmental maturation
negative regulation of cellular macromolecule biosynthetic process
piRNA metabolic process
tripartite regional subdivision
anterior/posterior axis specification, embryo
negative regulation of translation
negative regulation of cellular amide metabolic process
oocyte development
pole plasm assembly
regulation of oskar mRNA translation
cytoplasm organization
oocyte axis specification
maternal determination of anterior/posterior axis, embryo
double−strand break repair via break−induced replication
oocyte construction
negative regulation of protein metabolic process
oocyte anterior/posterior axis specification
P granule organization
negative regulation of transposition
piRNA biosynthetic process
vitelline membrane formation involved in chorion−containing eggshell formation
egg coat formation
vitelline membrane formation
regulation of transposition
transposition
cellular macromolecule catabolic process
chromosome organization involved in meiotic cell cycle
aromatic compound catabolic process
organic cyclic compound catabolic process
meiosis I
cellular nitrogen compound catabolic process
heterocycle catabolic process
mRNA catabolic process
nuclear−transcribed mRNA catabolic process
positive regulation of cell cycle process
meiotic chromosome segregation
RNA catabolic process
nucleobase−containing compound catabolic process
meiosis I cell cycle process
positive regulation of cell cycle
RNA localization
double−strand break repair
cell cycle phase transition
regulation of mitotic cell cycle
regulation of cell cycle process
mitotic sister chromatid segregation
regulation of cell cycle phase transition
mitotic nuclear division
sister chromatid segregation
DNA repair
cellular response to DNA damage stimulus
mitotic cell cycle process
regulation of cell cycle
meiotic nuclear division
meiotic cell cycle
meiotic cell cycle process
nuclear division
organelle fission
chromosome segregation
nuclear chromosome segregation
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