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heterochromatin organization
negative regulation of gene expression, epigenetic
RNA 3'−end processing
heterochromatin formation
negative regulation of transcription by RNA polymerase II
regulation of chromatin organization
protein autophosphorylation
positive regulation of chromosome organization
regulation of autophagy
MAPK cascade
phosphorylation of RNA polymerase II C−terminal domain
mRNA 3'−end processing
positive regulation of heterochromatin organization
positive regulation of chromatin organization
positive regulation of heterochromatin formation
regulation of heterochromatin formation
regulation of heterochromatin organization
nuclear export
nuclear transport
nucleocytoplasmic transport
cellular amino acid metabolic process
maturation of 5.8S rRNA from tricistronic rRNA transcript (SSU−rRNA, 5.8S rRNA, LSU−rRNA)
regulation of transcription by RNA polymerase I
endonucleolytic cleavage involved in rRNA processing
endonucleolytic cleavage of tricistronic rRNA transcript (SSU−rRNA, 5.8S rRNA, LSU−rRNA)
pseudouridine synthesis
transcription by RNA polymerase I
tRNA wobble base modification
tRNA wobble uridine modification
sno(s)RNA metabolic process
translational initiation
small regulatory ncRNA 3'−end processing
mitochondrial RNA metabolic process
nucleobase biosynthetic process
cytoplasmic translation
non−membrane−bounded organelle assembly
nucleolar large rRNA transcription by RNA polymerase I
sno(s)RNA 3'−end processing
sno(s)RNA processing
RNA phosphodiester bond hydrolysis, endonucleolytic
rRNA transcription
regulation of RNA stability
regulation of mRNA catabolic process
regulation of mRNA stability
positive regulation of mRNA metabolic process
meiotic chromosome separation
microtubule cytoskeleton organization involved in mitosis
egg activation
zygotic determination of anterior/posterior axis, embryo
mRNA destabilization
microtubule organizing center organization
mitotic spindle organization
pole cell formation
RNA destabilization
positive regulation of mRNA catabolic process
positive regulation of nuclear−transcribed mRNA poly(A) tail shortening
regulation of nuclear−transcribed mRNA poly(A) tail shortening
single fertilization
DNA endoreduplication
spindle organization
nuclear−transcribed mRNA catabolic process, deadenylation−dependent decay
extracellular matrix assembly
fertilization
intracellular mRNA localization
pole cell development
extracellular matrix organization
extracellular structure organization
regulation of kinase activity
regulation of transferase activity
mitotic chromosome condensation
circadian behavior
rhythmic behavior
spindle assembly
regulation of pole plasm oskar mRNA localization
regulation of development, heterochronic
mismatch repair
neuron remodeling
negative regulation of defense response
negative regulation of response to biotic stimulus
regulation of ubiquitin−protein transferase activity
rRNA catabolic process
positive regulation of DNA−templated DNA replication
nuclear−transcribed mRNA catabolic process, exonucleolytic
chorion−containing eggshell pattern formation
negative regulation of macroautophagy
regulation of cyclin−dependent protein kinase activity
regulation of cyclin−dependent protein serine/threonine kinase activity
regulation of peptidoglycan recognition protein signaling pathway
nucleus localization
oocyte karyosome formation
karyosome formation
negative regulation of peptidoglycan recognition protein signaling pathway
protein−DNA complex assembly
centrosome cycle
germ−line cyst formation
germarium−derived oocyte differentiation
pole plasm mRNA localization
transposition, RNA−mediated
telomere capping
regulation of transposition, RNA−mediated
intracellular receptor signaling pathway
negative regulation of transposition, RNA−mediated
negative regulation of defense response to bacterium
oocyte fate determination
regulation of defense response to bacterium
kinetochore organization
negative regulation of DNA metabolic process
regulation of protein kinase activity
germarium−derived oocyte fate determination
regulation of reproductive process
oocyte dorsal/ventral axis specification
pole plasm RNA localization
DNA integrity checkpoint signaling
pole plasm protein localization
cell activation
nuclear−transcribed mRNA poly(A) tail shortening
DNA unwinding involved in DNA replication
DNA strand elongation
DNA strand elongation involved in DNA replication
chromosome localization
female meiotic nuclear division
regulation of DNA metabolic process
DNA duplex unwinding
DNA geometric change
eggshell chorion gene amplification
mitotic DNA replication
regulation of DNA replication
DNA conformation change
nuclear pore organization
mRNA transport
mRNA export from nucleus
poly(A)+ mRNA export from nucleus
peripheral nervous system development
negative regulation of cell−cell adhesion
axon choice point recognition
axon midline choice point recognition
glial cell migration
morphogenesis of a branching epithelium
branching involved in open tracheal system development
branching morphogenesis of an epithelial tube
photoreceptor cell axon guidance
regulation of eye photoreceptor cell development
regulation of endocytosis
regulation of phosphate metabolic process
regulation of phosphorus metabolic process
R7 cell development
regulation of phosphorylation
dendrite self−avoidance
regulation of dendrite development
endocytosis
somatic muscle development
regulation of localization
regulation of system process
potassium ion transmembrane transport
potassium ion transport
regulation of neuromuscular synaptic transmission
cell−substrate adhesion
cell adhesion mediated by integrin
actin cytoskeleton reorganization
axonal defasciculation
substrate adhesion−dependent cell spreading
R7 cell differentiation
regulation of compound eye photoreceptor development
negative regulation of phosphorylation
basement membrane organization
organism emergence from protective structure
delamination
regulation of protein phosphorylation
cell−matrix adhesion
negative regulation of synaptic transmission
negative regulation of protein phosphorylation
muscle attachment
skeletal muscle organ development
peptidyl−tyrosine dephosphorylation
receptor−mediated endocytosis
filopodium assembly
receptor clustering
integrin−mediated signaling pathway
central nervous system morphogenesis
establishment of epithelial cell polarity
feeding behavior
protein localization to plasma membrane
clathrin−dependent endocytosis
phagocytosis
walking behavior
secondary metabolic process
negative regulation of phosphate metabolic process
negative regulation of phosphorus metabolic process
insulin receptor signaling pathway
protein localization to cell periphery
positive regulation of actin filament polymerization
regulation of dendrite morphogenesis
fatty acid derivative biosynthetic process
cellular monovalent inorganic cation homeostasis
vacuolar acidification
regulation of intracellular pH
carboxylic acid transmembrane transport
organic acid transmembrane transport
intracellular pH reduction
peptide catabolic process
regulation of cellular pH
regulation of pH
anion transport
fatty−acyl−CoA biosynthetic process
body morphogenesis
long−chain fatty acid metabolic process
muscle contraction
muscle system process
motile cilium assembly
non−motile cilium assembly
outer dynein arm assembly
protein transmembrane import into intracellular organelle
sperm flagellum assembly
protein transmembrane transport
intracellular protein transmembrane transport
protein targeting to mitochondrion
spermatid development
spermatid differentiation
establishment of protein localization to mitochondrion
protein localization to mitochondrion
mitochondrial transmembrane transport
mitochondrial transport
protein import into mitochondrial matrix
sperm axoneme assembly
protein targeting
regulation of mitochondrial fission
mitochondrial fission
cytokinesis
protein folding
glycolipid metabolic process
liposaccharide metabolic process
fatty acid derivative metabolic process
fatty−acyl−CoA metabolic process
acyl−CoA biosynthetic process
thioester biosynthetic process
ribonucleoside bisphosphate biosynthetic process
nucleoside bisphosphate biosynthetic process
purine nucleoside bisphosphate biosynthetic process
circadian sleep/wake cycle
homeostatic process
carbohydrate phosphorylation
defense response to Gram−negative bacterium
retina homeostasis
regulation of circadian sleep/wake cycle
photoreceptor cell maintenance
rhodopsin metabolic process
calcium−mediated signaling
carbohydrate derivative catabolic process
positive regulation of lipid storage
cellular response to UV
monosaccharide metabolic process
unsaturated fatty acid metabolic process
response to increased oxygen levels
response to oxygen levels
folic acid−containing compound metabolic process
sulfur compound metabolic process
tricarboxylic acid metabolic process
acyl−CoA metabolic process
thioester metabolic process
ribonucleoside bisphosphate metabolic process
nucleoside bisphosphate metabolic process
purine nucleoside bisphosphate metabolic process
very long−chain fatty acid biosynthetic process
sulfur compound biosynthetic process
alcohol metabolic process
very long−chain fatty acid metabolic process
proteasomal protein catabolic process
proteasome−mediated ubiquitin−dependent protein catabolic process
nucleoside metabolic process
protein dephosphorylation
dephosphorylation
protein polyglycylation
glycosyl compound metabolic process
peptidyl−glutamic acid modification
dicarboxylic acid metabolic process
ribonucleoside biosynthetic process
purine ribonucleoside biosynthetic process
purine nucleoside biosynthetic process
nucleoside biosynthetic process
glycosyl compound biosynthetic process
nucleobase−containing small molecule biosynthetic process
'de novo' protein folding
ERAD pathway
purine nucleoside metabolic process
'de novo' post−translational protein folding
chaperone cofactor−dependent protein refolding
ribonucleoside metabolic process
negative regulation of mitochondrion organization
sperm individualization
cellular metabolic compound salvage
regulation of cytoplasmic translation
purine ribonucleoside metabolic process
regulation of mitochondrion organization
male meiotic nuclear division
immune response−regulating signaling pathway
meiotic spindle assembly
nucleus organization
sister chromatid cohesion
spliceosomal snRNP assembly
mitotic recombination
endomitotic cell cycle
RNA decapping
double−strand break repair via synthesis−dependent strand annealing
establishment of chromosome localization
metaphase plate congression
histone deacetylation
protein deacetylation
macromolecule deacylation
protein deacylation
nuclear membrane organization
protein K63−linked ubiquitination
sperm storage
defense response to Gram−positive bacterium
response to fungus
positive regulation of Toll signaling pathway
cellular modified amino acid metabolic process
defense response to fungus
regulation of retinal cell programmed cell death
nurse cell apoptotic process
regulation of compound eye retinal cell programmed cell death
snRNA processing
snRNA 3'−end processing
regulation of response to stress
female germ−line cyst formation
regulation of response to biotic stimulus
snRNA metabolic process
response to cytokine
cytokine−mediated signaling pathway
cellular response to cytokine stimulus
regulation of transcription elongation by RNA polymerase II
response to virus
sevenless signaling pathway
DNA−templated transcription elongation
regulation of organelle assembly
antimicrobial humoral response
intracellular steroid hormone receptor signaling pathway
ERK1 and ERK2 cascade
cellular response to lipid
stress−activated protein kinase signaling cascade
positive regulation of MAPK cascade
protein modification by small protein removal
plasma membrane invagination
cell cycle G2/M phase transition
membrane invagination
regulation of humoral immune response
stress−activated MAPK cascade
cellular response to oxygen−containing compound
ecdysone receptor−mediated signaling pathway
regulation of antimicrobial humoral response
G2/M transition of mitotic cell cycle
regulation of mRNA 3'−end processing
establishment or maintenance of epithelial cell apical/basal polarity
regulation of immune effector process
cellular response to hormone stimulus
positive regulation of DNA metabolic process
response to hormone
regulation of DNA−templated transcription elongation
defense response to symbiont
defense response to virus
regulation of MAPK cascade
regulation of defense response
mRNA cleavage
R7 cell fate commitment
histone H4 acetylation
negative regulation of smoothened signaling pathway
germarium−derived female germ−line cyst formation
response to ionizing radiation
positive regulation of cell division
regulation of production of molecular mediator of immune response
production of molecular mediator of immune response
JNK cascade
antimicrobial humoral immune response mediated by antimicrobial peptide
transcription elongation by RNA polymerase II promoter
positive regulation of antimicrobial humoral response
positive regulation of humoral immune response
antimicrobial peptide production
regulation of antimicrobial peptide production
positive regulation of production of molecular mediator of immune response
positive regulation of antimicrobial peptide production
positive regulation of immune effector process
immune response
defense response
defense response to other organism
response to other organism
response to biotic stimulus
response to external biotic stimulus
detection of chemical stimulus involved in sensory perception
detection of chemical stimulus
detection of chemical stimulus involved in sensory perception of smell
detection of stimulus
detection of stimulus involved in sensory perception
sensory perception of smell
mitochondrion organization
tricarboxylic acid cycle
carbohydrate catabolic process
organophosphate biosynthetic process
pyruvate metabolic process
nucleoside diphosphate metabolic process
purine ribonucleoside diphosphate metabolic process
ADP metabolic process
purine nucleoside diphosphate metabolic process
nucleoside diphosphate phosphorylation
ribonucleoside diphosphate metabolic process
mitochondrial electron transport, NADH to ubiquinone
glucose homeostasis
nucleotide phosphorylation
response to sucrose
ATP generation from ADP
glycolytic process
alpha−amino acid metabolic process
carbohydrate derivative biosynthetic process
cellular amino acid biosynthetic process
regulation of carbohydrate catabolic process
regulation of small molecule metabolic process
regulation of generation of precursor metabolites and energy
glycogen metabolic process
glucan metabolic process
cellular glucan metabolic process
energy reserve metabolic process
response to disaccharide
response to carbohydrate
carbohydrate homeostasis
determination of adult lifespan
regulation of carbohydrate metabolic process
fatty acid elongation, unsaturated fatty acid
fatty acid elongation, saturated fatty acid
fatty acid elongation, polyunsaturated fatty acid
cellular ketone metabolic process
fatty acid elongation, monounsaturated fatty acid
regulation of glycogen metabolic process
regulation of polysaccharide metabolic process
cellular response to carbohydrate stimulus
cellular polysaccharide metabolic process
polysaccharide metabolic process
hormone biosynthetic process
carboxylic acid catabolic process
organic acid catabolic process
ketone biosynthetic process
lipid storage
sphingolipid metabolic process
cellular lipid catabolic process
chemical homeostasis
polysaccharide catabolic process
mitochondrial electron transport, cytochrome c to oxygen
glycogen catabolic process
cellular polysaccharide catabolic process
glucan catabolic process
sodium ion transport
cellular carbohydrate catabolic process
mitochondrial electron transport, ubiquinol to cytochrome c
monocarboxylic acid transport
positive regulation of carbohydrate metabolic process
sphingolipid biosynthetic process
acetyl−CoA metabolic process
acidic amino acid transport
organic hydroxy compound metabolic process
secondary alcohol metabolic process
dicarboxylic acid transport
glutamine family amino acid metabolic process
fatty acid elongation
positive regulation of small molecule metabolic process
carboxylic acid transport
regulation of glycogen catabolic process
organic anion transport
glycerol−3−phosphate metabolic process
alditol phosphate metabolic process
alpha−amino acid biosynthetic process
regulation of cellular carbohydrate metabolic process
glutamine family amino acid biosynthetic process
regulation of cellular carbohydrate catabolic process
male gamete generation
spermatogenesis
protein modification by small protein conjugation or removal
protein polyubiquitination
protein modification by small protein conjugation
protein ubiquitination
modification−dependent macromolecule catabolic process
modification−dependent protein catabolic process
ubiquitin−dependent protein catabolic process
protein catabolic process
proteolysis involved in protein catabolic process
cation transmembrane transport
inorganic cation transmembrane transport
inorganic ion transmembrane transport
cation transport
ion transmembrane transport
modulation of chemical synaptic transmission
regulation of trans−synaptic signaling
anatomical structure homeostasis
heterophilic cell−cell adhesion via plasma membrane cell adhesion molecules
maintenance of synapse structure
maintenance of presynaptic active zone structure
presynaptic active zone organization
muscle cell differentiation
presynapse organization
postsynaptic membrane organization
presynaptic membrane organization
regulation of G protein−coupled receptor signaling pathway
adult locomotory behavior
neuron cellular homeostasis
associative learning
synaptic vesicle recycling
plasma membrane organization
synaptic transmission, cholinergic
cell junction maintenance
cellular component maintenance
presynaptic endocytosis
synaptic vesicle endocytosis
regulation of cytosolic calcium ion concentration
response to monoamine
response to dopamine
response to catecholamine
cellular response to monoamine stimulus
cellular response to catecholamine stimulus
cellular response to dopamine
visual behavior
import into cell
cellular response to nitrogen compound
chemosensory behavior
cellular response to organonitrogen compound
regulation of olfactory learning
dopamine receptor signaling pathway
presynapse assembly
membrane organization
response to odorant
regulation of lyase activity
membrane assembly
regulation of cyclase activity
regulation of peptide hormone secretion
regulation of peptide transport
regulation of peptide secretion
adult somatic muscle development
peptide hormone secretion
cell fate commitment involved in formation of primary germ layer
peptide secretion
regulation of synaptic plasticity
terminal button organization
cellular response to external stimulus
response to mechanical stimulus
cellular response to organic cyclic compound
regulation of neurotransmitter transport
regulation of neurotransmitter secretion
mesodermal cell fate commitment
mesoderm morphogenesis
mesodermal cell differentiation
rhabdomere development
amide transport
olfactory learning
regulation of behavior
second−messenger−mediated signaling
adenylate cyclase−activating adrenergic receptor signaling pathway
adrenergic receptor signaling pathway
exocytosis
calcium−ion regulated exocytosis
anesthesia−resistant memory
sensory perception of touch
learning
signal release
export from cell
regulation of exocytosis
secretion
secretion by cell
adult behavior
adenylate cyclase−activating G protein−coupled receptor signaling pathway
regulated exocytosis
sleep
regulation of vesicle−mediated transport
olfactory behavior
synaptic vesicle exocytosis
neurotransmitter secretion
signal release from synapse
neuromuscular synaptic transmission
neurotransmitter transport
adenylate cyclase−modulating G protein−coupled receptor signaling pathway
regulation of neurotransmitter levels
synaptic vesicle cycle
vesicle−mediated transport in synapse
regulation of membrane potential
locomotory behavior
regulation of secretion
regulation of transport
neuropeptide signaling pathway
metal ion transport
organic acid transport
catecholamine transport
dopamine transport
regulation of ion transport
amine transport
calcium ion transmembrane transport
sensory perception of mechanical stimulus
monoamine transport
regulation of secretion by cell
aggressive behavior
cellular amino acid catabolic process
blood circulation
heart contraction
regulation of amine transport
organic hydroxy compound transport
calcium ion transport
inter−male aggressive behavior
regulation of transporter activity
regulation of transmembrane transporter activity
regulation of calcium ion−dependent exocytosis
regulation of ion transmembrane transporter activity
alpha−amino acid catabolic process
positive regulation of synaptic transmission
regulation of cation channel activity
regulation of transmembrane transport
regulation of ion transmembrane transport
regulation of blood circulation
regulation of heart contraction
larval locomotory behavior
sarcomere organization
positive regulation of ion transmembrane transport
anion transmembrane transport
positive regulation of transmembrane transport
regulation of regulated secretory pathway
cellular response to metal ion
phospholipase C−activating G protein−coupled receptor signaling pathway
positive regulation of ion transmembrane transporter activity
positive regulation of transporter activity
adenylate cyclase−inhibiting G protein−coupled receptor signaling pathway
positive regulation of ion transport
amino acid transport
muscle cell development
cellular response to inorganic substance
regulation of hormone secretion
positive regulation of cation channel activity
hormone secretion
hormone transport
circadian rhythm
rhythmic process
sensory perception of sound
circulatory system process
heart process
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