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GO Term Enrichment — Cluster 12
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RNA splicing
mRNA splicing, via spliceosome
RNA splicing, via transesterification reactions 12
RNA splicing, via transesterification reactions with bulged adenosine as nucleophile
mMRNA metabolic process 10
mRNA processing o
positive regulation of transcription by RNA polymerase I 8
Immune system process )
compound eye photoreceptor fate commitment
eye photoreceptor cell fate commitment 6
smoothened signaling pathwa
positive regulation of cell deat 4
regulation of smoothened signaling pathway
neuron fate commitment ) 2
photoreceptor cell fate commitment
positive regulation of cellular component biogenesis
positive regulation of cellular component organization 0
macromolecule methylation
methylation
positive regulation of Wnt signaling pathway
negative regulation of cell population proliferation
neural precursor cell proliferation
neuroblast proliferation
protein alkylation
protein methylation
negative regulation of cell development
negative regulation of neurogenesis
positive regulation of canonical Wnt signaling pathway
regulation of post-transcriptional gene silencinlg
negative regulation of neural precursor cell proliferation
negative regulation of neuroblast proliferation
histone H3 acetylation
protein acylation
ﬁroteln acetylation
istone acetylation _
peptidyl-lysine acetylation )
internal peptidyl-lysine acetylation
internal protein amino acid acetylation
response to oxygen—containing compound
positive regulation of smoothened signaling pathway
cellular response to organic substance
MRNA polyadenylation
RNA polyadenylation
autophagy
process utilizing autophagic mechanism
regulation of immune system process
response to endogenous stimulus
histone exchange
establishment or maintenance of apical/basal cell polarity
establishment or maintenance of bipolar cell polarity
regulation of immune response
cellular response to endogenous stimulus
response to lipid
positive regulation of macromolecule biosynthetic process
positive regulation of RNA metabolic process
positive regulation of nucleic acid—templated transcription
positive regulation of DNA-templated transcription
positive regulation of RNA biosynthetic process
negative regulation of nucleic acid—templated transcription
negative regulation of DNA-templated transcription
negative regulation of RNA biosynthetic process
negative regulation of RNA metabolic process
negative regulation of nucleobase—containing compound metabolic process
regulation of mMRNA processing
regulation of RNA splicingb
regulation of mMRNA metabolic process
regulation of mMRNA splicing, via spliceosome
alternative mRNA splicing, via spliceosome

I regulation of alternative mRNA splicing, via spliceosome
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epigenetic regulation of gene expression
ﬁ_osmve regulation of gene expression
istone methylation
histone lysine methﬁlation
peptidyl-lysine methylation
chromatin organization
chromatin remodeling
ﬁeptldyl—am!no acid modification
istone modification
peptidyl-lysine modification



